is not yet known. Lod scores were calculated using the LINKAGE program.6 Breast cancer susceptibility was modelled as an autosomal dominant trait with incomplete penetrance. Men with breast cancer were assumed to be carriers of the BRCA2 mutation. Cancers at sites other than the breast were not used to define the individual phenotypes. The six CA repeat loci were analysed as systems of nine equally frequent alleles.
The majority of families with a dominant predisposition to breast cancer may be attributed to is not yet known. Lod scores were calculated using the LINKAGE program.6 Breast cancer susceptibility was modelled as an autosomal dominant trait with incomplete penetrance. Men with breast cancer were assumed to be carriers of the BRCA2 mutation. Cancers at sites other than the breast were not used to define the individual phenotypes. The six CA repeat loci were analysed as systems of nine equally frequent alleles.
Results
The pedigree and genetic analysis of this family are shown in the figure. The average age at diagnosis of the 19 female breast cancers was 46-9 years. Two cases of male breast cancer were diagnosed in brothers at ages 64 and 43.
The two point lod score at the D13S289 locus was 3-67. This lod score is equivalent of odds of 4000 to one in favour of linkage, and corresponds to a posterior probability oflinkage of >99%. By inspection of the segregating haplotypes it is seen that both male cases of breast cancer and 14 female breast cancer cases carry all or part of the (5, 
